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Installation

To install TruScanEEGpy, run this command in your terminal:

$ pip install TruScanEEGpy







Documentation

> import TruScanEEGpy
> import mne
>
> layout = TruScanEEGpy.layout_128('10-5')
> montage = TruScanEEGpy.montage_mne_128(layout)
> mne.viz.plot_montage(montage)
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Installation


Stable release

To install TruScanEEGpy, run this command in your terminal:

$ pip install TruScanEEGpy





This is the preferred method to install TruScanEEGpy, as it will always install the most recent stable release. It is also possible to install it directly from github:

$ pip install https://github.com/neuropsychology/TruScanEEGpy/zipball/master





If you don’t have pip [https://pip.pypa.io] installed, this Python installation guide [http://docs.python-guide.org/en/latest/starting/installation/] can guide
you through the process.



From sources

The sources for TruScanEEGpy can be downloaded from the Github repo [https://github.com/neuropsychology/TruScanEEGpy].

You can either clone the public repository:

$ git clone git://github.com/neuropsychology/TruScanEEGpy





Or download the tarball [https://github.com/neuropsychology/TruScanEEGpy/tarball/master]:

$ curl  -OL https://github.com/neuropsychology/TruScanEEGpy/tarball/master





Once you have a copy of the source, you can install it with:

$ python setup.py install









          

      

      

    

  

    
      
          
            
  
Functions

This part of the documentation details the complete TruScanEEGpy for python API.

Submodule.


	
layout_128(names='index')[source]

	Create layout file


	Parameters

	names (str) – Can be ‘index’ or ‘10-5’ for the ‘mak-128’ (an adapated version of 10-5) layout.





Examples

>>> import TruScanEEGpy
>>>
>>> layout = TruScanEEGpy.layout_128()
>>> layout = TruScanEEGpy.layout_128('10-5')









Submodule.


	
montage_mne_128(layout)[source]

	Create MNE montage

Examples

>>> import TruScanEEGpy
>>> import mne
>>>
>>> layout = TruScanEEGpy.layout_128('10-5')
>>> montage = TruScanEEGpy.montage_mne_128(layout)
>>> mne.viz.plot_montage(montage)
>>> mne.viz.plot_montage(montage, kind = "3d")
>>>
>>> # Compare to other standard montages
>>> montage = mne.channels.make_standard_montage('standard_1005')
>>> montage.get_positions()
>>> montage.get_positions()['ch_pos']["TP9"]
>>> mne.viz.plot_montage(montage)
>>>
>>> montage = mne.channels.make_standard_montage('biosemi128')
>>> montage.get_positions()
>>> mne.viz.plot_montage(montage)
>>>
>>> montage = mne.channels.make_standard_montage('GSN-HydroCel-128')
>>> montage.get_positions()
>>> mne.viz.plot_montage(montage)
>>>
>>> montage = mne.channels.make_standard_montage('easycap-M1')
>>> mne.viz.plot_montage(montage)
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  All modules for which code is available

	TruScanEEGpy.layout

	TruScanEEGpy.montage




          

      

      

    

  

    
      
          
            
  Source code for TruScanEEGpy.layout

# -*- coding: utf-8 -*-

"""Submodule."""
import pandas as pd

from .convert_channels import convert_to_tenfive
from .fix_channels import fix_channels_128
from .layouts import Path


[docs]def layout_128(names="index"):
    """Create layout file

    Parameters
    ----------
    names : str
        Can be 'index' or '10-5' for the 'mak-128' (an adapated version of 10-5) layout.

    Examples
    --------
    >>> import TruScanEEGpy
    >>>
    >>> layout = TruScanEEGpy.layout_128()
    >>> layout = TruScanEEGpy.layout_128('10-5')
    """
    layout = pd.read_csv(Path.layouts() + "/deymed_layout_128.txt", sep="\t")
    layout.columns = layout.columns.str.strip()
    layout["Name"] = fix_channels_128()

    # System
    if names != "index":
        layout["Name"] = convert_to_tenfive(layout["Name"])
    return layout





          

      

      

    

  

    
      
          
            
  Source code for TruScanEEGpy.montage

# -*- coding: utf-8 -*-

"""Submodule."""
import mne
import numpy as np
import pandas as pd


[docs]def montage_mne_128(layout):
    """Create MNE montage

    Examples
    --------
    >>> import TruScanEEGpy
    >>> import mne
    >>>
    >>> layout = TruScanEEGpy.layout_128('10-5')
    >>> montage = TruScanEEGpy.montage_mne_128(layout)
    >>> mne.viz.plot_montage(montage)
    >>> mne.viz.plot_montage(montage, kind = "3d")
    >>>
    >>> # Compare to other standard montages
    >>> montage = mne.channels.make_standard_montage('standard_1005')
    >>> montage.get_positions()
    >>> montage.get_positions()['ch_pos']["TP9"]
    >>> mne.viz.plot_montage(montage)
    >>>
    >>> montage = mne.channels.make_standard_montage('biosemi128')
    >>> montage.get_positions()
    >>> mne.viz.plot_montage(montage)
    >>>
    >>> montage = mne.channels.make_standard_montage('GSN-HydroCel-128')
    >>> montage.get_positions()
    >>> mne.viz.plot_montage(montage)
    >>>
    >>> montage = mne.channels.make_standard_montage('easycap-M1')
    >>> mne.viz.plot_montage(montage)
    """
    layout["ID"] = layout["Name"]
    layout = layout.set_index("Name")
    layout = layout.to_dict(orient="index")
    for channel in layout.keys():
        yxz = np.array([layout[channel]["Y"], -1 * layout[channel]["X"], layout[channel]["Z"]])
        layout[channel] = yxz / 1000  # The unit in the deymed layout file is bigger than in MNE

    montage = mne.channels.make_dig_montage(
        layout,
        # standard_1005 -----------
        # nasion=np.array([8.12812462e-06, 8.50133285e-02, -3.91550369e-02]),
        # lpa=np.array([-0.08429365, -0.01957576, -0.04699231]),
        # rpa=np.array([0.08401729, -0.01959495, -0.04703638]),
        # biosemi128 -----------
        # nasion=np.array([5.27205792e-18, 8.60992398e-02, -4.01487349e-02]),
        # lpa=np.array([-0.08609924, -0.0, -0.04014873]),
        # rpa=np.array([0.08609924, 0.0, -0.04014873]),
        # GSN-HydroCel-128 -----------
        nasion=np.array([0.0, 0.09821842, -0.02554916]),
        lpa=np.array([-0.07266855, 0.00043744, -0.03520521]),
        rpa=np.array([0.07266855, 0.00043744, -0.03520521]),
        # TruScanEEGpy -----------
        # nasion=np.array([0.0, 0.08116, -0.03279]),
        # lpa=np.array([-0.07685, 0.02609, -0.03279]),
        # rpa=np.array([0.07685, 0.02609, -0.03279]),
        coord_frame="unknown",  # "unknown",
    )
    return montage
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